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High Throughput Sequencing (HTS) technologies have represented a breakthrough for genetic studies 

due to the sharp reduction of sequencing costs, implying the democratization of massive sequencing. 

Various techniques for different “-omics” approaches have been developed in the last few years.
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This suffix is used to represent fields of 

study in life sciences focusing on large-

scale data of different biological entities, 

such as

➢ Genome → Genomics

➢ Transcriptome → Transcriptomics

…

And what are the -omics data?
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And what are the -omics data?

https://www.genome.gov/genetics-glossary/Single-Nucleotide-Polymorphisms

SNPs

https://www.genome.gov/genetics-glossary/Single-Nucleotide-Polymorphisms


The scientific activity of ACUIGEN is centered on “-omics”  

approaches and their applications to aquaculture, biomedicine, 

and the conservation of biological resources. This is projected 

towards the Technological Transfer to Companies and 

Administrations related to aquaculture and environmental health.
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...
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OMICS DATA

BIOINFORMATICIAN

✓ Hardware

✓ Software

✓ Technical support
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Source: https://www.cesga.es/wp-content/uploads/2022/09/PANEL-FINISTERRAE-ALMACENAMENTO-FINAL_2-768x1746.png

User storage: ~3.5 TB
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FINISTERRAE III
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CESGA IS A PUBLIC RESOURCE

WITH GREAT POWER COMES GREAT RESPONSIBILITY! 10
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❑ It is essential to know the structure and the genetic diversity of wild populations to design adequate 

conservation management strategies.

❑ Brown trout (Salmo trutta)

❑ R package: {ParallelStructure} | Multi-core analysis at CESGA

River 2

HATCHERY

River 1
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❑ SNPs significantly associated with the sex of 

the turbot. ZZ/ZW system.

❑ Candidate sex determination gene: sox2

❑ Turbot (Scophthalmus maximus)

❑ R package: {GenABEL}
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❑ Differential expression patterns (RNA) of genes of interest between juveniles and adults.

❑ Rabbit (Oryctolagus cuniculus)

❑ R package: {Pheatmap}
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➢With OMICS data, we can address a broader range of biological questions.

➢The human, hardware and software resources provided by CESGA are 

indispensable for the bioinformatic analyses of this OMICS data.

➢The use of CESGA in OMICS analyses is fully consolidated in our group. 

Following current trends, new tools (hardware + software) will emerge in line 

with new data and challenges in this dynamic field.
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Teamwork is the cornerstone of Science 

(p-value < 0.00000000000000000001)

adrian.casanova@usc.es 

mailto:adrian.casanova@usc.es
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